
Table 5. Estimated proportions of orthologous and paralogous loci between K. polysporus and
S. cerevisiae, in 98 genomic blocks stratified according to confidence of track assignment.
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81-100 12 225 109 90 19 82.6 82.6 17.4 12.7

61-80 17 274 134 96 38 71.6 76.5 23.5 28.3

41-60 10 170 82 55 27 67.1 74.2 25.8 37.9

21-40 17 315 155 87 68 56.1 68.3 31.7 55.8

1-20 10 228 107 58 49 54.2 65.8 34.2 68.7

0 32 553 298 155 143 52.0 61.1 38.9 100.0

* Cumulative proportions calculated across the confidence percentile intervals 81-100%, 61-100%,
41-100%, 21-100%, 1-100% and 0-100%.


